Exhibit A 

Clean Version of The Pending Claims in U.S. Patent Application Ser. No. 09/916,122 

1. (Previously Presented) An isolated nucleic acid molecule comprising a nucleotide 
sequence that encodes the amino acid sequence of SEQ ID NO:2. 

2. (Previously Presented) An i solated nucleic acid expression vector comprising a nucleotide 
sequence encoding the amino acid sequence of SEQ ID NO: 2, said vector having the property of 
being capable of expressing the amino acid sequence of SEQ ID NO: 2 when present in a suitable 
host cell. 

3. (Previously Presented) The isolated nucleic acid molecule of claim 1, wherein said 
nucleotide sequence comprises the sequence of SEQ ID NO:l. 

4. (Previously Presented) The isolated nucleic acid expression vector of claim 2, wherein 
said nucleotide sequence comprises the sequence of SEQ ID NOT. 

5. (Previously Presented) A host cell comprising the expression vector of claim 2. 
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•Jenal #09/91 6 122 Exhibit B 

leetal LEX-0206-USA _ 

Novel Human 7TM Protein and Polynucleotides Encoding the Same 



>a:-:_2 91808 ACGESSIO:C:XM_291808 KZD: gi 29^43652 ref XM_2 9 1 8 0 8 . 1 

H Dir.o sapiens similar tc olfactory receptor MOE40-13 '"us 
-usculus; (LOC340982), cuRXA 
Xenoth = 97 5 

Score 644 bits i!64i), Expect = 0.0 

Identities = 324.324 COOfe), Positives = 324 324 (100%; 



-iery : 1 MXHK3ASLK I SXSSHX QYSEFI LEGE ?GIHSV:QHV;LSXPLALLYLSAXAA:;TXIX 1 1 1 V\Q 6 0 

M:JHM3ASLKISNSSKFQVSEFILLGFPGIKSVJmHWLSLPLALLYLSALAAIJTLILIIIWi1» 

Sbjct : 1 ri:jHMSASLKIS:JSSKFQVSEFILLG??GIHSWQHV;LSLPLALLYLSALAAIJTLILIIIV;M 18 0 

Query : 61 IIPSLQQPMYIFLGILCMVDXGLATTI IPKIXAIF^DAKYISXPEEFAQIYAIHFFYGMX 12 0 

IJPSLQQPMYIFLGILCMVDMGLATTI I PKILAIFWEDAKYISLPEEFAQIYAIHEF VGME 

Sbjct : 181 II?SLQQPMYrFLGILCMVDMGLATTIIPf:iLAIFWFDAt:VISLPERFAQ»IYAIHFFVGME 36 3 

Query : 12 1 SG ILLCMAFDR T/AICHPLR2/PSIVT5SLILKATLF:WLF^ t GLFVTPV?VLAAQRDYCSK 18 0 

SGILLCMAr DRT/AIGHPLRYPSIYTSSLlLKATLF^LRNGbFVTPVPVLAAQRZ'YCSK 

S;. ; : 361 SGILEGMAFDRT2A1CH?LRY?SIVT5SL1L?0ATLF:WLRNGLFVTPVPVLAAQR:'YGSK 54 J 

Query: 181 IIEIEHCLCSNLGYTSLACDDRRPNSIGQLVLAWLGMGSDLSLI I LSYILILYSYLRLXSA 24 0 

IJEIEHCLCSNLGVTSLACDDRRPNSICQ)LVLAWLGMGSDLSLIILSYILILYSVLRL;JSA 

Sbjct : 541 I JE IEHCLCSrjLGt r TSLACDDRRPrJ3IGQiLVLAWLGMGSDLSLI IIjSYiblLYSVLRLI'JSA 720 

Query : 241 K AAAF-AL S TG S S H LTX I L F F YT I \T/V I S YT H L T EM KAT L 1 P VL EI rVL HI JIIPPSLIJP T VY 300 

H AAAFAL S TC S 5 H LTL I L F F Y T I VW 1 3 YT H L T EM KAT L I P VL LI rVL HI J 1 1 P P S Lf J P T VY 

Sbjct : 721 EAAAK.ALSTCSSHLTLILFFYTI VVY I SVTHLTEMKATLI PVLLIJVLHIJI I PPSLIJPTVY 9 00 



Query: 
Sbj ct : 



3 01 ALQTEELRAAFQEVLFALTKEIRS 324 

ALQTEELRAAFQEVLFALTF.E IRS 
901 ALHTKELRAAFQKVLFALTKEIF.S 9 72 



A^feenaltf 09 916,122 Exhibit C A 

f^^*etal LEX-02O6-USA ^| 

Novel Human 7TM Protein and Polynucleotides Encoding the Same 



>X>:_0 62 2 82 ACCESSIOII:XM_062282 :;iD: gi 29746563 ref XM_062282.7 

Homo sapiens similar to olfactory receptor MOR40-13 [I-'us 
rr^sculus] ( LOCI 2 0 8 06 ■ , rtRNA 
Length = 975 

Score -- 64 1 bits :1635), Expect = 0.0 

Identities = 323/324 (99%), Positives - 323 324 (99%) 



MNHMSASLKISNSSKFQVSEF ILLGFPGIHSVJQHWLSLPLALLYLSALAANTLILI I IVJQ 

: ct : i m:;hmsaslp:isnsskfqvsefillgf?o;:hsv;qhv;lsiplallylsaiaai;tliliiiv;q iso 

>ry : 61 1 1 p s l q q p m y i f lg i l c mvdm g l at t 1 1 ? k i l a i f w f d a k v i s l p e r f a q i y a i h f f v gm e 12 0 

ij?slmpmyiflgilcm*/dmglat r rii??:ilaifvjfdakvislpe faqi yaihffvgme 
: : 181 :;?slmopmyifi j gilgm'/dmi;;lattiipkilaifwfdakyise?ecfaqiyaihffvgme 360 



;ry : 



1j C MA F D FA"/ A I C II P L R Y P S 1 YT S 3 L I L K J\ T L F MVL Rl JG L F V T P V ? V L AAQ ?■ D Y C S K 13( 
S G I. L L G MA F D R YY A I C H ? L R Y P S 1 7T S 3 L I L r 1A T L. F MVL R? ^ G L F V T P V ? VL AA Q FX) Y G S K 
3 61 SGILLGRYrDRYYAICHPLRYTSF/TSoLlLKATLF MVLRNGLFYTPVPVLAAQRDYCSF. 54C 



181 HEIEKCLCSrJLGVTSLACDDRRPriSICQLVLAVJLGMGSDLSLIILSYILILYSVLRLrJSA 240 
NEIEKCLCSrjLGVTSLACDDRRPi;SICnLVLAWLGMGSDLSLIII-,SYILILYSVLRLrjSA 
Sbjct. : 541 IJEIEHCLCSNLGVTSLACDDRRPnSICQLVLAVJLGHGSDLSLIILSYILILYSVLRLNSA 720 



Query : 241 EA-\AflALSTCSSHLTLILFFYTI\ r /VI SVTHLTEMflATLI PVLLI T/LHrjI I PPSLIJPTVY 3 0 0 

EAAJ^KALSTCSSHLTLILFFYTIVWIS^^ 
3b;jct. : 721 EAAAP1ALSTCSSHLTLILFFYTI VVVISVTHLTEMtlATLI PVLLir/LHNI I PPSLIJPTVY 900 

Query: 3 01 ALQTKELRAAFQKVLFALTKEIRS 324 

AL Q T K E L RAAF Q K VL F AL THEIRS 
Sbjct: 901 ALQTKELRAAFQKVLFALTKEIRS 972 



>A3065812 ACCESS I ON : A3 0 6 5 812 NIL: gi 21928889 db: A3065812.1 Ho.t.o 
sapiens gene for seven transmembrane helix receptor, 
complete cds, isolate : C3RC7TM_3 7 5 
Length = 13 6 6 



Score = 641 bits (1615), Expect = 0.0 

Identities = 323/324 (99%), Positives - 323 324 (99?) 

Frame = t3 



Query : 1 MXHMSASl?:i S:;SSKFC'VSEFlrLC??ClHSV;QHV;iSL?LAlLVCSALAA:;rill.l 1 IV 

i-^hmsasl?;is:;sskf;'VSefillcfpcihsv:qkv;lslplallylsalaantliliii;' 
sb-ct : 192 mljhms as lf 1 s2 < t s skfqys ef i llc f pci h swqhv,"l sl plall yl s alaantli l 1 1 iv 



Query : 61 IJPSLQQPMYIF^GILCWDKGLATTIIPKILAIFWFDAKVISLPERFAQIYAIHFFVGME 12 0 

IJPSLQQPMYIFLGILCM'/DMGLATTIIPKILAIFWFDAKVISLPE FAQI YAIHFFVGME 

Sbjct : 372 IJ P S L Q Q PM Y I F L G I LC MYD MG L AT T 1 1 ? K I L A I F W F D A K V I S L P E C F A Q I Y A I H F F VG M E 551 

r^ei-y : 121 SGILLCMAFDRY^/AICHPLKYPSIVTSSLILKATLFMVLF^GLFVTPVPVLAAQRDYCSK 180 

S G I L LC MAF D R YY A I C H P L R Y P S I VT S S L 1 L KAT L FMYL F1CG L F VT P V ? VL AAQ RE) YC S K 

Sbjc t : 552 S G I L L C MA F D R Y Y A I C H P L P. Y P S 1 7 T S S L 1 L KvA T L F MY L F.N G L F V T P Y ? V L AA Q R D Y C S K 731 



Query : 18 1 ! I E I E H C LC S N LG YT S LAC D L F'. R PX SIC 1 ~C Y L AV .' L G MG S L L S L 1 1 L S Y 1 L 2 L Y S YL REM S A 240 

:JEIEHCLCSNLG\ r TSLACDLF.RPNSICQLYLAV;LGMGSLLSLilLSYiLlLYSYLRLNSA 
Sbjct. : 732 I IE I EHCLCSNLGYTSLACDDF'RPNS ICQ'LYLAVJLGMGSDLSLI ILSYILILYSYLRLNSA 911 



Qtery: 241 EAAAFALSTCSSHLTLILFFYTIV/VISVTHLTEMFATLIPVLLIP/LHNIIPPSLrjPTVY 300 

EAAAKuALSTCSSHLTLILFFYTIVWISVTHLTEMFuATLIPVLLir/LHNIIPPSLIJPTVY 
3b jet : 912 EAAAFALSTCSSHLTLILFFYTIVWISVTHLTEMf^TLIPVLLWLHNIIPPSLNPTVY 10 91 



Query : 
Sbj C t : 



301 ALQTKELRAAFQKVLFALTKEIRS 324 

ALQTKELRAAFQEVLFALTFEIRS 
1 0 9 2 ALQTKELRAAFQKVLFALTKE I RS 1163 



|p Sena, #09/916.122 Exh*,tD 



S^emumin 7TM Protcn and Polynucleotides Encoding the Sane 



LEX-0206-USA 



>XX_14 6 3:2 AC:ESSIOX:XM_146312 KID: ci 22129566 ref XX_146312. 

rr.-sculus olfactory receptor XTR40-13 (MOR40-13), rrP 
Lenath = ?CQ 

Score = 531 bits (1355), Expect = e-149 

Identities = 264/3:: (846), Positives - 236 312 (91%) 



nuery : 4 KSASLKI SKSSKF^VSEE I LLGF PGIHSV;mHV;L3LPLALLYLSALAAXTLI LI 1 1 XQXPS 6 3 
X3ASLK X3SK -v/SSr I LLGF PGI HS;\mHV:LSL? LLYL3A- X LILIII Q-P3 

rt : 1 ^SASLKAFKSSKSvVSEFILLGFPGIHSWmHV/LSLPFTLLYLSAIGTXVLILIIICQDPS 180 

guery: 6 4 LQQPMYIFLGILC MY DMG L AT T 1 1 ? K I L A I F W F DA K V I S L ? E R F A 1 J I Y A I H F F YGM E S G I 123 

L^QPMY + FLGIL +- YDMGL ATT I - PR I LA I FV.TDAKV I S L ?E FAmIYAIH FYGMESG I 

Sb-ct : 181 LKQPMYLFLGILSYVDMGLATTIMPKILAIFWFDAKYISLPECFAmIYAIHCFYGKESGI 360 



124 LLCMAFDF. 

LCMAFDF 
3 61 FLCMAFDR 



1VAICH?LRYPSIYTSSLILKATLFWLRXGLFVTPVRVLAAQRDYCS?:XEI 183 
IT/ A I C ? L R Y SI r T -<- 3 L I L KA T L F MYL Rl g G L V P V P V j_. AA v R-i- VCSnjn^ 
IVAICYPLRYSSIITNSLILKATLF^fvTTLrjGLCVIPVPVLAAQRrjYGSRriEI 540 



< K iu e ry : 
3! j ct : 
Ouery : 



.: r ■ c t : / 2 1 



184 EHCLCSrjLi.;VTSLACDDRRPri3ICML.VLAV;LGMGSDLSLIILSYILILYSVLRLNSAEA.^ 24 3 

-HCLCSNLi A'TSLACDDRRPrjSIC'jL^LAVJ + GMGSDL LIIL3Y LIL SYLRLXSAEA 

541 D H C LC S X LG YT S L AC D D R R. PX S I C 'J L I L A WVGMG S D L G L 1 1 L 3 YT L I L R S V L RLX S A HAY 720 

2 44 A P'AL S T C S 3 K L T L I L F F Y T I V*/V I S Y T H L T E M RAT L I P Y L L 1T/L H X 1 1 P P S L X P T Y Y A L Q 3 03 
+ KAL~TCSSKL LILFFYT+YYVISYTHL+E KATLI PYLLTJY^HXI PPSLXP YYAL- 

S PY\LNTC S 3HL I L I L F F Y TW^J I S YTHL S ETKAT L I P VLLf JVMHN I T P P S LX P I Y Y AL R 9 00 



nuery: 3 04 TKELRAAF'jKYL 315 

T++LR F'jKVL 
Sbjct: 901 TRQLRQGFgKVL 936 



>AYD~3~81 ACCESSION': AY073781 NIL: gi 184B0 3 59 gb AY073781.: Yus 

r.scul;s olfactory receptor MOR4 0-13 gene, complete cds 
Ler.gth - 960 

ScDre = 5 31 bits ;13 55), Expect = e-14 9 

Identities - 264/312 (84%), Positives = 236/312 (91%) 

Frame = ^1 



MSASLK 
MSASLK 

riSAs: 



ISNSSKFQVSEFILLGF PGIHSV.'-I'H" 
NSSK QVSEFILLGFPGIHSW-jK 



;LSL?LALLYLSALAAi;7LILIIi;\0:;?S 6: 

;lsl? llylsa- x liliii q-?s 



F:;SSKSQVSEFIbECF?GIHSV;QH;;YSL?F7LLYL3AIGT:7;LIlIIICQD?S 1 £■ 0 



Query: 6 4 LQQPMY I FLGILCMYDMGLATTI I PKILAI FWFDAKYI SLPERFAQIYAIHFFYGMESGI 123 

L+QPMY+FLGIL -YDMGLATTI 1- PKILAI FV.TDAKVI SLPE FAQIYAIH FVGMESGI 

Sbjct : 181 L KQ PMYL F LG I L Sl^YDMGLATT I M P K I LA. I FV* FDAKY I S L P EC FAQ I Y A I HC F VGME SG I 3 6 0 

.juery : 12 4 LLCMAFDRWAICH?LRYPSIVT5SLILrJ^TLFMVLRTJGLFVT?V?VLAAr>RDYCSKNEI 183 

LCMAFDRYYAIC *■ ?LRY SI ^SLILKATLFr-rYLRNGL V PYPYLAAQR^ YOS-NEI 

Sbjct : 3 61 FLCMAFDRYYAICYPLRYSSI ITNSLILFJVTLFMVLRNGLCVI PYPYLAAQRNYCSRNEI 54 0 

Query : 184 EHCLCSNLGYTSLACDDE^PNSICQLYLAVJLGMGSDLSLI ILS YI LILYSYLRLNSAEAA 243 

+ HOLCSNLGYTSLACDDRRPIJSICQL + LAW + GMGSDL LIILSY LIL SYLRLNSAEA 

Sbjct : 541 D H C L C S NL G Y T S LAC DD R R P I J S I C Q L I LAVA/ G MG S D L G L 1 1 L S Y T L I L R S Y L R L I J S A E AY 720 



244 AKJUL.STCSSHLTLILFFYTIVYVI SYTHLTEMPLaTLI PYLLir7LHL T I I PPSLI JPTYYALQ 3 03 

+KAL+TCSSHL LILFFYT + VWI SYTHL + E KATLI PYLLIJV-HNI PPSLIJP VYAL + 
721 S KALN T C SSHLILILFFY T W/V I S YT H L S E T KAT L I P Y L L I A/M H II I T P P S L U P I Y Y AL R 900 



Query: 3 04 TKELRAAFQKVL 315 

T++LR FQKVL 
Sbjct: 901 TRQLRQGFQKVL 93 6 



